Appendix B 



Appendix B sliows a comparison of tlie anfiino acid sequences of tlie LKR domains of the bifunctional LKR/SDH 
proteins from Arabidopsis, corn and soybean, SEQ ID NOs: 1 1 2, 1 22 and 1 21 , respectively, and the yeast monofunctional 
lysine-forming SDHs (gi: 453184, 1170847, and 173262). Amino acids conserved among at least one plant sequence and at 
least one yeast sequence are indicated with an asterix (*) on the top row; amino acids conserved among at least two plant 
sequences are indicated by a plus (+) above the alignment; dashes are used by the program to maximize the alignment 
of the sequences. 
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-LSDCGLILGIKQ-PELEMILPERAYAFFSHTHKAQ 
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+++++++++++ +++ + ++++++++ +++ +++++ ++++++ ++++++++++++++++ 

112 KENMPLLDKILSERVTLCDYELIVGDHGKRLLAFGKYAGRAGLVDFLHGLGQRYLSLGYS 
122 KENMPLLDKILEERVSLFDYELIVGDDGKRSLAFGKFAGRAGLIDFLHGLGQRYLSLGYS 

121 

AGWQNVLMRFIKGHGTLYDLEFLENDQGRRVAAFGFYAG FA 

AGWQDVLKRFPQGNGILYDLEFLENDQGRRVAAFGFYAG FA 
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TPFLSLGASYMYSSLAAAKAAVISVGEEIASQGLPLGICPLVFVFTGTGNVSLGAQEIFK 
TPFLSLGQSHMYPSLAAAKAAVIWAEEIATFGLPSGICPIVFVFTGVGNVSQGAQEIFK 
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GAALGV-RDWAFKQ THSDD— 

GAAIGV-LDWSFKQLNGNTKGTKGEGEG-- 
GAAIGV-ETWAFQQ THPDS— 



-EDLP-AVSP-— YPNEKAL— VKDVTK 
-GELP-GVTP— -YPNENEL— IKDVKI 
-ENLP-GVSA— -YPNETEL— VDKIKK 
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LLPHTFV-EPSKLPELFVKDKGISQNGISTKRVYQVYGCIITSQDMVEHKDPSKSFDKAD 
LLPHTFV-DAEKLPEIF-QARNLSKQSQSTKRVFQLYGCWTSRDIVSHKDPTRQFDKGD 

EPKDHVIVFDKAD 

DYKEALAT-GARKPTVLI— -IGALGRCGSGAIDLL HKVGIPDANILKWDIKE 

ELEKALTKNGGQYPKCLV— -IGALGRCGSGAIDLF KKIGIPDDNIAKWDMAE 

DLAAAVEK-GSKLPTVLV— -IGALGRCGSGAIDLA RKVGIPEENIIRWDMNE 
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* * * i-k -k -k -k-k k-k-k k k k -k k 

++++++++++++++++++++++++++++++++++ +++ +++++++ + ++++++++++ 

YYAHPEHYNPVFHEKISPYTSVLVNCMYWEKRFPCLLSTKQLQDLTKKGLPLVGICDITC 
YYAHPEHYTPVFHERIAPYASVIVNCMYWEKRFPPLLNMDQLQQLMETGCPLVGVCDITC 
YYSHPEHYNPTFHEKIAPYASVIVNCMYWEKRFPQLPSYKQMQDLMGRGSPLVGIADITC 

TSRGGPFDEIPQ--ADIFINCIYLSKPIAPFTNMEKLNNPNRRLRTWDVSADTT 

TAKGGPFQEIVD--SDIFINCIYLSKPIPPFINKEILNNENRKLTTIVDVSADTT 

TKKGGPFQEIAD-ADIFINCIYLSQPIPPFINYDLLNKETRKLSVIVDVSADTT 

+++++++++++ +++++++++++++ +++++++++ ++ +++++++++++++++++++++ 
DIGGSIEFVNRATLIDSPFFRFNPSNNSYYDDMDGDGVLCMAVDILPTEFAKEASQHFGD 
DIGGSIEFINKSTSIERPFFRYDPSKNSYHDDMEGAGWCLAVDILPTEFSKEASQHFGN 
DIGGSIEFVNRGTSIDSPFFRYDPLTNSYHDDMEGNGVICLAVDILPTEFAKEASQHFGN 

NPHNPIPIYTVATV FNKPTVLVPTTVGPKLSVI-SIDHLPSLLPREASEFFSH 

NPHNPIPVYEIATV FNEPTVEVKLDKGPKLSVC-SIDHLPSLLPREASEFFAK 

NPHNPVPVYTIATT FDHPTVPVETTAGPKLSVC-SIDHLPSLLPREASEAFSE 
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DL— LPSLELLPQRKTAPWVRA KKLFDRHCARVKRSSRL 

DL— MPSLLELPNRDTSPWVRA KQLFDKHVARLDKE— 

AL— LPSLLQLPQRDTAPVWTRA KALFDKHVLRIGE— - 



